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t?*3j» js mm^wommmm, hzwm $ mmtmBomm, ret*.® 

i4t5»fefc5. firb**®JKHfcJ:9IIE (3 3»Jfe©^ 5 ^£tB#Jafc 

y* y >K£fcfc*i-siwfc*tfM**.feit5. ^MAiieiittoAttMHia 

^MiBI6*5V^H:*©*|^i(t *5ttJ6tr*|Jl$*5r t#**fe*t5. 

-t©A5ft»*«r»#Tf*«**i LTHGF (Hepatocyte gr 
owth Factor) , ReglSf, ^-^t/U]J y^©|»fiM • «I 

H-?*ttl&«i«ia||BliiK:^**«ri##^fen«(o t o n k o a k i fe % 
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Diabetes 4 3f, 9 4 7-9 5 31, 1 9 9 4^ Watanabe 
P'roc, Natl. Acad. Sci. 91 #, 3589-35 
9 21, 1 9 9 4f, Yamamoto^, Di abetes 4 9#, 202 

1-2 0 2 71, 2000^) a&*-e©tn5*IB0ft*fc*ffiT?#5J: 

10 

#35W©*r»fcit6e?Hu (1) E7ll##l % 2£fcft3T*«$frb57 5,/^ 
25 E^feftSSefrta-K-fSDNA, (2) Eai**4, 5*fctt6T?^$ 
ftS&SSB^bftSDNA, (3) Sa?lJ#-5§-4<Dl 7 4-9 0 4#g©&ggS 
^b44DNAs fa5U#^5CQ7 9-2 1 1 5S@oSl|aW^45DNA 
3FL<ttEW##6©2 8 4#I©*3iE3'll*»feJit*DNA % Sfctt, ( 

4) E?U##4, 5*fcf±6t?3ESn5*£EM©-»^fe*5DNATfco-C, 
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^fc<fct>, (3) ©JB^B»HH*ODNAOttSE5lI^*i-*DNAT*5. 

-J: 0#&*b£&9M6»tts (3) W»4DNAt, Ktef£ 

* fcttn£*tt#ij& *^tp»tt»*iWija*fc tt#aciBiia«»csij[7, it, 

fi*fcf*W*3R#JllJ6*J«fll**5*ife-C*5. (3) ©*ft N (4) 

io «>«jii:*ff*u\ si-. (3) <D^mKm^xf±, ^fttfcjwuaaw^u 

25 
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&<Dft^m.%&t LX%m&fi8t&i&'f V ^ttfiJlUW (p e r s i s t e n 
t hyperinsulinemic hypoglycemia of i 
nfancy ; PHH I ) &#®HS»£:jBA/*:. PHHItenesidiobl 
astosisi -bW^5k h <D3kfcfe.m&X~ h *) % # jS lwa±©* U 
5 f^^©^^^^^^^"^^ ^<OfcJ6, i©S£l|l©ii#© 

ffiifcttffi:tfc*:Mi'5 (Science, 268, 426 (1 9 9 5)). 
PHH I &#T-f±ffi^]fiLiM i/*y ^^^^W^*^ #fc 0 

10 EgiJ^tu5 0 Z<D1tS>. PHHI A#OB«t±lf¥ 0 HHace^JtSt^^T?* 

Lfe^ot, phhi A#o^wli•^#J^6<Ifc»aLxv^53k^5 

a£3i& bxjte^f-^ b7^^a y£trv\ p hh i m^ommxmm^m 
■r**?t>*»wtt. phh 1 a^oiwi-T^ftWfcjBaLrv^^fftftae^ 

**WODNAtlTI4, (1) BB^**^ 2 *fcf± 3 T^£tb5T 5 / RK 
Sa^b^5g^K%3-Fi-5DNA N (2) ga^J#^-4 N 5*fctt6T?*£ 
tt5&g|B»6&6DNA, (3) PBW-f-4© 1 7 4~9 0 4#g©&gB3 
»?>/jtSDNA, gS?lJ#-§-5©7 9~2 1 1 5#g©jfiaaB?W»fe*5DNA 
25 *fc(ifi?j'S*6 0 2 8-3 8 4 # 1 ©jfi^K^fc &5 D N A. 

(4) IE3W§-4, 5*fc.f46T*3E$tt5iaSE9!lO— »d»b*5DNA-^*30 
T, d^fcfcx ±13 (3) ODNA©JfiBEW**1-«DNA, tf&tfbfrZo 
^^T% (2) ©13^J#-§-4 s 5tfcli6t'g$jl5tISa^f)/i5DNA 
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PHH I A#©IW^tm#AoaaiW»biltt7ay-/u*fc J: 5 RNA^tt 
WU *1A (+) RNAtlWltfct, 3»iW»*fcJB^T*|t*ft©IU*fc 
4St5cDNA^f5c i}lf)©cDNA*WtUHub a nkiS 
5 c h a t z CD^fe (Nucleic Acids Res., 2 2, 5640 ( 
1 9 9 3) ) \Z h7?^ 3 y&ftW PHHIJMFOJWIrcWJl 

Hjf a* fiT-s bp %»t sbWiotv^ v ^e^-e *> 5 r t tm 

10 

W}lNCl, N C 2 s jSLt^N C 3 <k2fe<5tf\ ^ftfecD&Sga^J 4 
(NCI) , 5 (NC 2) „ (N C 3 ) fc^Lft, *ft % -tttfe©*^ 

15 NCI) > 2 (NC 2) &tf3 (NC3) fc^Ufto 

*55l!fc4SV^« % ilE^^T-^^Sia^iO-^^DNA&fflV^fcs 
«f Si&^lJffiTt So — «P^©ift£E9«[ft^r-f5DNAt{± 

##4^1 7 4-9 0 4#B^)ifiSiB9J!&»e>J5:5DNA x 50!l#-§-5©7 9-2 
20 11 5#BO*3HB9!IA»&*5DNA*fcttE5«#-§-6©2 8-3 8 4#@©& 

ft. fi 6 rofeSia^J O-gp^-^ ft 5 D N A # ¥tf e> *t 5 „ 
#a^©DNA&#*;fr}fef*4*u:|R)££;ft,1\ ±B*fjtete^©»»^feK:J: 

25 ttSDNA^fc^iaotfULT^V^ 
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-r^* y ym±ffim/m e jtotefctftttiu n^-css. 

NA^b^LfccDNASrilit U"C, ^MroD N Afc^^- £: LT/B 
Sfc, **Wo*e j Pfi» 0 ftfio eMJl^^t fc5 P hh I 
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$ * S r ^ ^ 1 5 t % ^ fe 5 . fo © JEEtt»ffl!S^ IH*3R 
^tliWt, in v i t r o*fctt in v i v o fcfcttSfcV^flrf&fcfcljH- 

10 £W«:£itr*-5fci&©*&©?gl8 

HR!!K #T©**#fcl»J££*i,5i©-ettfev\ 

(1»JD iW^NCl, NC 2RX?NC 3 ©JS^jfe 
15 PHHiatOlIM^AOffll^bRNAzo IB W*fy^« 
h 3J — XJg) SrJBVvC^RNAtrttttlU PolyATract mes 
senger RNA isolation system {7*0^ #M) fc. £ 
5#!IA ( + ) RNA^rlS^ L-fco tO#PA(+)RNAi>bR iboclon 
e cDNA Synthesis System (7"c^ SrfflV^T 2^: 

20 ftcDNA^Lfc. PHHI «*©IWl**Xtm^A©WWA*© 

cDNA**ft,^;MfllR»*Dpnn T ^ K ■ /"W ^"7 #W T 

®rLfccDNA^)t&la|JKLfc 0 Is]I|X LfcD N AtW#*«fciSfcS7kfc:R» U 1. 
2 ju g©cDNAi^raiT8 /i gC5R-B g 1 -2 4 (agcactctc 
25 c a g c c c t c t c a c c g c aOfilEM^tStP^DNA) H^g 
C9R-Bgl-12 (gatctgcggtga) & 5 0 n 1 (7?X ^-/t/T?T 4 
DNAU^f (==l-^ r^7^K-/<-fai-7#«> £^T14t;, 1 6 B# 
Bfl©EJfcfcJ:i>lfr6'$*fc. 5J£Ii©DNAlf!r6 m g/m 1 £4*J:5U: 
H»U r©9 is, 1 /i 1 ^tttR-B g 1 - 2 4^y°y^^—t ITPC 
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RRfcttuzunBs-a-fc. phhi &%mm&n<nmm.m* : T*?-. ma 

-e^DHf-f-?)^ fcfc«t 19 R-B g 1 - 2 4, R-Bgl-12t!)iDNAS;|i 
U — ©*fc»J<D;*-!) ^DNA J-Bgl-24 (accgacgtcg 

5 actatccatgaaca) s J — B g 1 — 12 (gatctgttcat 
g) d-JJ =?DNA5rfe^^-frfcr^^-0. 4^1^110 0 

ftp* (4 0// g) © K^/^fcAP*.* i^/-^tfcjS;§tfci4/i 1 ©EEX 

3 Sffrig C 3 0 mM N- (2-hydroxy-ethyl) piperaz 
ine—N' — 3 — propane sulfonic acid (v^^HO 

10 ; 3mM EDTA (pH8. 0) ] CiSLfc. i©DNAi^9 8lC 5 
^F^MT^ttLfci, 6 7tT2 OB#TO*£LT7~-/l'$-^ TEjttr 
IS [lOmM Trizma Base (S/^R) ; 1 mM EDTA (p H 
8. 0) ] SrSDx.T4 OO/ilt L7t 0 0 m 1 «r#&U 7 2tT3 

^TOtTJ-Bg 1 -1 2icDNAl5»bttfU 5|ft©Ta q^P^7 

15 — l? (-a^y^yK-^t7#i **;toLT$&fc5#WKJ£$"ta:T 

^/^-/MfcjgU 40 0 m 1<D0. 2fl^f£TE»ff*»qR»U 40^ 

SOMu n g Bean Nuclease f y^7VK • /<*{ fryrf 

20 m) fcJUx.* 3 0W3 5«J*t l©EMIllrDPUlf-S„ 10 
It 1 ©DP 1 \^y^~?~h LT2 m g<£> J -B g 1 - 2 4^J!JPx. % 9 5t 1 
#RH/7 0°C 3#W 1 81h^^yKOPCRR*£:SrffoT#&ttfcitM»* 
Dp nil -eUDUffU, 1- 2AgOcDNA|r/tii»L8^gOT-Bgl-2 

4 (aggcaactgtgctatcgagggaa) s 4;i gON-Bg 1 
25 -12 (gate, ttccctcg) SrSlfrkU BTFD P 1 feWfc^tfeK* 

DP 2£#fc 0 D P 2 ?rN — B g 1-2 4 *f t Lfc P C RKJ&fc <fc I? 

#fBU Dp nil ^Dtrtft J-Bgl-24, J-Bgl-1 2 *gf£- U 
|CLTDP3*j|fc. J-Bg 1 -2 4*7"7-r^— t LfcPCRgJt (9 5°C 
1^/7 01C 3#fffl 221^^) K«fct>DP 3fcii*IU #btufc^ 
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fiI*ftDp nil TWIW*, pUCl 9©BamHI Mfofcl-f? P 
Lfc 0 #6*tfc^P-^©HUKEWfe*ftU GenBankf(D)IIia51f- 
*£&3f Lfci: *ftk© 5 *>3fc©* p — >#7 i *--*'<-;*i:©ifc 

NC 2, NC3fcLt. 

(M#]2) tfv#F«ffcJ:**iWtL-CV^S^^y ^fBJia/ff 0 «© 

10 ^J6Wl-e#&|XfcNC 1 s NC2 (ia#]##5) Xt)tNC3 

(E3W§-6) ©»£r?«8l©--*&#©DNA«:JB^T\ B«J©IMft+^*BSiL 

ttfrA©]fflBil 2&#:) SVPHHIfttO#*(l/ 

-^3, l«fr)a»6)TRIzol • y^yf'^tDx^/l/M) 

Bti^ILta, Wn^^7> (A^#yK-N, 7^tA-77 
^t/Ttfc«) te^*?PHfefc<fc5t£¥Lfc. iSM#^4© 1 7 4-9 0 4 
tlrolIia»?,/j:5DNA, B39!l##5©7 9-2 11 5#f ©&SIB» 
&4SDNA, @E?*I#:§-6©2 8~3 8 4f |©SIS2?1^&*5DNA^ -t 

20 ft-eftPCR8cK:J:i>*t*U 7^o-^y/Hlt*iiaD^®Lfc^ 

if (SSJ6SS) M7- 32 PlATP (7-7^tA-7 7 ;w^7ttI) £ 
JBV^TjfctMWWKU /-f>'«)ff07 , n-7'iLfc. RN A£SB^ Lfc^-f 

n-^tSF&l-SRNA^WSr^ttl tfc(g|l) 0 NCI, NC2JlO t NC3ft* 
©Sfl^ffiMODNAOVvf^'bs LTffl^fc©^^, PHHI 

**ft*©RNA^fett^^l/ii«*a*jtfc# s «ftAf&3fe©RNAa»&tttfe 



WO 03/078631 



PCT/JP03/02620 



10 

5 -t-*J:5fcft0, ^^yv*feiBJBK:^flsi-5^fcjS*»**tTV>5 (Bart 
holomeuszbs Endocrinology 2 4% N 2680—26 
8 51, 1 9 8 9#) 0 R I N-m»Sa%6mM©fit f y !>A#STt'l 6 

mmmm^fc^ ^rna^wu e?»##6©2 s-3 s 4#@«>&£k?ii 
9Jw»&wijaK*3tEopc-i 2mm\t^m.^m^ (ngf) srsym 

Sal t i e i h. Bioessay 16^ 4 0 5 -4 1 11, 1 9 9 4*F 
15 ) . NGF&5 0 n g/m 1 CD**|c45J:5fcl0ifc«*^l 6fe|B*t L 
fcPC-1 2|»^RNA^fflU Eai##6©2 8-3 8 4f@©II 

-?©3§?I#/Cii LT^fc. 

20 

(&lfcff4) NC 1 3 *fcPC - 1 2*ll6©#Mfl5 

BB?0## 4 l^iBit 3 ttTV N S^SSE^!l © 5 *>, 1B^J#-^ 1 © T =• / g£i£?ija> b 
fcsa6Jt& = - Ki" S**""?* ^ 1 7 4-9 0 4#! ©*SE?0W£©DN A 
Sr»*j|Bjaffl3t'e-T-a5^^ ^— Tf*>5 t> C I n e o ©M©£MfcK 
25 NCiae^a^^-***^- -©fcofcytfy-Afefc.kDPC-l 
2»CfAU geneticin£500y g/m 1 ©$ 

fi*Wi«**fc«Ift*««**^ NCit^oIIMia'JPC-i 2« 
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5DNA, 

10 4. @a51JH-§-4. 5tfcli6T*i^H5tiiB51J^b' , j:5DNA 0 

5. IE?!l#-§-4©l 7 4~9 0 4#I©&gIE»£>&5DNA, 5 <D 

7 9~2 1 1 5#10ittaia?!l* : »?j*5DNA*fct±E9a#-§-6 0 2 8~3 8 4 
# g 4>&£E?Va> 6> ft S D N A. 

15 

H, W*©«HJBBq[B«©DNAOtt*il?IISr*"i-«DNA. 

7. Sdf*©*£ffi»3~63fi©V^ixA»k:B*©DNA*fflV^r N *3SbTV^S^ 

8. »*©^5HJB3~633^©v^•fJ^iO='^^:3a«©DNASra*a^^S'<^^-J: f 
25 9. fS*©«£ffl^3~6^©V^-f3xM^IB^©DNASrs KteMflS* fcttK$£ 



io. ft*©f5H^3~635©v^-fn^^iaii©DNA^, Ett^«MS*fcttlHI 
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<120> 

<130> T725.TEMNC-1 

<150> JP P2002-071592 
<151> 2002-03-15 

<160> 6 

<210> 1 
<211> 247 
<212> PRT 

<213> Homo sapiens 

<220> 
<223> NCI 

<400> 1 

Met Gin Val Val Lys Glu Gin Val Met Arg Ala Leu Thr Thr Lys Pro 

15 10 15 

Ser Ser Leu Asp Gin Phe Lys Ser Lys Leu Gin Asn Leu Ser Tyr Thr 

20 25 30 

Glu lie Leu Lys He Arg Gin Ser Glu Arg Met Asn Gin Glu Asp Phe 

35 40 45 

Gin Ser Arg Pro lie Leu Glu Leu Lys Glu Lys He Gin Pro Glu lie 
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50 55 60 

Leu Glu Leu He Lys Glu Glu Arg Leu Asn Arg Leu Val Glu Gly Thr 
65 70 75 80 

Cys Phe Arg Lys Leu Asn Ala Arg Arg Arg Gin Asu Lys Phe Trp Tyr 

85 90 95 

Cys Arg Lys Ser Pro Asn His Lys Val Leu His Tyr Gly Asu Leu Glu 

100 105 HO 

Glu Ser Pro Gin Gly Glu Val Pro His Asu Ser Leu Gin Asu Lys Leu 

115 120 125 

Pro Val Ala Asu lie Lys Ala Val Val Thr Gly Lys Asu Cys Pro His 

130 135 HO 

Met Lys Glu Lys Gly Ala Leu Lys Gin Asn Lys Glu Val Leu Glu Leu 
145 150 155 160 

Ala Phe Ser lie Leu Tyr Asu Ser Asn Cys Gin Leu Asn Phe He Ala 

165 170 175 

Pro Asu Lys His Glu Tyr Cys lie Trp Thr Asu Gly Leu Asn Ala Leu 

180 185 190 

Leu Gly Lys Asu Met Met Ser Asu Leu Thr Arg Asn Asu Leu Asu Thr 

195 200 205 

Leu Leu Ser Met Glu He Lys Leu Arg Leu Leu Asu Leu Glu Asn He 

210 215 220 

Gin He Pro Asu Ala Pro Pro Pro He Pro Lys Glu Pro Ser Asn Tyr 
225 230 235 240 

Asp Phe Val Tyr Asu Cys Asn 
245 



<210> 2 
<211> 579 
<212> PRT 
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<213> Homo sapiens 

<220> 
<223> NC2 



<400> 2 

Met Asp Arg Val Thr Arg Tyr Pro lie Leu Gly lie Pro Gin Ala His 

15 10 15 

Arg Gly Thr Gly Leu Val Leu Asp Gly Asp Thr Ser Tyr Thr Tyr His 

20 25 30 

Leu Val Cys Met Gly Pro Glu Ala Ser Gly Trp Gly Gin Asp Glu Pro 

35 40 45 

Gin Thr Trp Pro Thr Asp His Arg Ala Gin Gin Gly Val Gin Arg Gin 

50 55 60 

Gly Val Ser Tyr Ser Val His Ala Tyr Thr Gly Gin Pro Ser Pro Arg 
65 70 75 80 

Gly Leu His Ser Glu Asn Arg Glu Asp Glu Gly Trp Gin Val Tyr Arg 

85 90 95 

Leu Gly Ala Arg Asp Ala His Gin Gly Arg Pro Thr Trp Ala Leu Arg 

100 105 110 

Pro Glu Asp Gly Glu Asp Lys Glu Met Lys Thr Tyr Arg Leu Asp Ala 

115 120 125 

Gly Asp Ala Asp Pro Arg Arg Leu Cys Asp Leu Glu Arg Glu Arg Trp 

130 135 140 

Ala Val lie Gin Gly Gin Ala Val Arg Lys Ser Ser Thr Val Ala Thr 
145 150 155 160 

Leu Gin Gly Thr Pro Asp His Gly Asp Pro Arg Thr Pro Gly Pro Pro 

165 170 175 

Arg Ser Thr Pro Leu Asp Asp Asn Val Val Asp Arg Glu Gin He Asp 
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180 185 190 

Phe Leu Ala Ala Arg Gin Gin Phe Leu Ser Leu Glu Gin Ala Asn Lys 

195 200 205 

Gly Ala Pro His Ser Ser Pro Ala Arg Gly Thr Pro Ala Gly Thr Thr 

210 215 220 

Pro Gly Ala Ser Gin Ala Pro Lys Ala Phe Asn Lys Pro His Leu Ala 
225 230 235 240 

Asn Gly His Val Val Pro He Lys Pro Gin Val Lys Gly Val Val Arg 

245 250 255 

Glu Glu Asn Lys Val Arg Ala Val Pro Thr Trp Ala Ser Val Gin Val 

260 265 270 

Val Asp Asp Pro Gly Ser Leu Ala Ser Val Glu Ser Pro Gly Thr Pro 

275 280 285 

Lys Glu Thr Pro He Glu Arg Glu He Arg Leu Ala Gin Glu Arg Glu 

290 295 300 

Ala Asp Leu Arg Asp Gin Arg Gly Leu Arg Gin Ala Thr Asp His Gin 
305 310 315 320 

Glu Leu Val Glu He Pro Thr Arg Pro Leu Leu Thr Lys Leu Ser Leu 

325 330 335 

lie Thr Ala Pro Arg Arg Glu Arg Gly Arg Pro Ser Lys Tyr Val Gin 

340 345 350 

Arg Asp He Val Gin Glu Thr Gin Arg Glu Glu Asp His Arg Arg Glu 

355 360 365 

Gly Lys His Val Gly Arg Ala Ser Thr Pro Asp Trp Val Ser Glu Gly 

370 375 380 

Pro Gin Pro Gly Leu Arg Arg Ala Leu Ser Ser Asp Ser He Leu Ser 
385 390 395 400 

Pro Ala Pro Asp Ala Arg Ala Ala Asp Pro Ala Pro Glu Val Arg Lys 
405 410 415 
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Val Asn Arg He Pro Pro Asp Ala Tyr Gin Pro Tyr Leu Ser Pro Gly 

420 425 430 

Thr Pro Gin Leu Glu Phe Ser Ala Phe Gly Ala Phe Gly Lys Pro Ser 

435 440 445 

Ser Leu Ser Thr Ala Glu Ala Lys Ala Ala Thr Ser Pro Lys Ala Thr 

450 455 460 

Met Ser Pro Arg His Leu Ser Glu Ser Ser Gly Lys Pro Leu Ser Thr 
465 470 475 480 

Lys Gin Glu Ala Ser Lys Pro Pro Arg Gly Cys Pro Gin Ala Asn Arg 

485 490 495 

Gly Val Val Arg Trp Glu Tyr Phe Arg Leu Arg Pro Leu Arg Phe Arg 

500 505 510 

Ala Pro Asp Glu Pro Gin Gin Ala Gin Val Pro His Val Trp Gly Trp 

515 520 525 

Glu Val Ala Gly Ala Pro Ala Leu Arg Leu Gin Lys Ser Gin Ser Ser 

530 535 540 

Asp Leu Leu Glu Arg Glu Arg Glu Ser Val Leu Arg Arg Glu Gin Glu 
545 550 555 560 

Val Ala Glu Glu Arg Arg Asn Ala Leu Phe Pro Glu Val Phe Ser Pro 

565 570 575 

Thr Pro Asp Glu Asn Ser Asp Gin Asn Ser Arg Ser Ser Ser Gin Ala 

580 585 590 

Ser Gly lie Thr Gly Ser Tyr Ser Val Ser Glu Ser Pro Phe Phe Ser 

595 600 605 

Pro He His Leu His Ser Asn Val Ala Trp Thr Val Glu Asp Pro Val 

610 615 620 

Asp Ser Ala Pro Pro Gly Gin Arg Lys Lys Asp Gin Trp Tyr Ala Gly 
625 630 635 640 

He Asn Pro Ser Asp Gly He Asn Ser Glu Val Leu Glu Ala He Arg 
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646 650 655 

Val Thr Arg His Lys Asn Ala Met Ala Glu Arg Trp Glu Ser Arg lie 

660 665 670 

Tyr Ala Ser Glu Glu Asp Asp 
675 



<210> 3 

<223> 119 

<212> PRT 

<213> Homo sapiens 



<220> 
<223> NC3 

<400> 3 

Met Ala Asp Gly Leu Phe Arg Arg Arg Pro Trp Gly Leu Glu Gin He 
15 10 15 

Arg Pro Asp Pro Glu Ser Glu Gly Leu Phe Asp Lys Pro Pro Pro Glu 

20 25 30 

Asp Pro Pro Ala Ala Arg Gly Pro Arg Ser Ala Ser Ala Ala Gly Lys 

35 40 45 

Lys Ala Gly Arg Arg Ala Gly Gly Arg Ala Gin Gly Gly Arg Ala Gly 

50 55 60 

Gin Pro Pro Lys Ala Ala Ser Arg Pro Pro Pro Lys Lys Glu Ala Pro 
65 70 75 80 

Pro Leu Asp Glu Gly Cys Tyr Leu Asp His Phe Pro His Leu Ser He 

85 90 95 

Phe lie Tyr Ala Ala He Ala Phe Ser He Thr Ser Cys He Phe Thr 
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100 105 110 

Tyr He His Leu Gin Leu Ala 
115 

<210> 4 
<211> 2109 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (174). . . (904) 

<223> NCI 



<400> 4 








atgttcacat 


ggctcaactg 


gaaacctgtt tcatgaacaa gcttactcag gaaccatctg 


60 


gtggtattcc 


agcacattgt 


tcttcagggg gacgactcta agtcgctttg tggtggcagc 


120 


agcttagaat 


cagtatttgt 


ggttgggaaa gatggactta cgggagcttg gtaatgcagg 


180 


tggtgaagga 


gcaggttatg 


agagcactta caaccaagcc tagctccctg gaccagttca 


240 


agagcaaact 


gcagaacctg 


agctacactg agatcctgaa aatccgccag tccgagagga 


300 


tgaaccagga 


agatttccag 


tcccgcccga ttttggaact aaaggagaag attcagccag 


360 


aaatcttaga 


gctgatcaaa 


cagcaacgcc tgaaccgcct tgtggaaggg acctgcttta 


420 


ggaaactcaa 


tgcccggcgg 


aggcaagaca agttttggta ttgtcggctt tcgccaaatc 


480 


acaaagtcct 


gcattacgga 


gacttagaag agagtcctca gggagaagtg ccccacgatt 


540 


ccttgcagga 


caaactgccg 


gtggcagata tcaaagccgt ggtgacggga aaggactgcc 


600 


ctcatatgaa 


agagaaaggt 


gcccttaaac aaaacaagga ggtgcttgaa ctcgctttct 


660 


ccatcttgta 


tgactcaaac 


tgccaactga acttcatcgc tcctgacaag catgagtact 


720 


gtatctggac 


agatggactg 


aatgcgctac tcgggaagga catgatgagc gacctgacgc 


780 
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ggaatgacct ggacaccctg ctcagcatgg aaatcaagct ccgcctcctg gacctggaaa 840 
acatccagat ccctgacgca cctccgccga ttcccaagga gcccagcaac tatgacttcg 900 
tctatgactg taactgaagt ggccgggccc agacatgccc cttccaaaac tggaacacct 960 
agctaacagg agagaggaat gaaaacacac ccacgccttg gaaccgtcct ttggtaaagg 1020 
gaagctgtgg gtccacattc ccttcagcat cacctctagc cctggcaact ttcagcccct 1080 
agctggcatc ttgctcaccg ccctgattct gttcctcggc tccactgctt caggtcactt 1140 
cccatggctg cagtccactg gtgggacaag agcaaagccc actgccagta agaaggccaa 1200 
agggcccttc catcctagcc ctctgcaggc atgcccttcc ttcccttggg caggaaagcc 1260 
agcagcccca gactgcccaa aaacttgccc accagaccaa gggcagtgcc ccaaggcccc 1320 
tgtctggagg aaatggccta gctatttgat gagaagacca aaccccacat cctcctttcc 1380 
cctctctcta gaatcatctc gcaccaccag ttacacttga attaagatct gcgctcaaat 1440 
ctcctcccac ctctctccct gcttttgcct tgctctgttc ctctttggtc ccaagagcag 1500 
cagccgcagc ctcctcgtga tcctccctag cataaatttc ccaaacagtc cacaggtccc 1560 
atgcccactt tgcgtctgca ctgtgatcgt gacaaatctt ccctcctcac cagctagtct 1620 
ggggtttcct ctccctgccc caggccagaa ctgccttctt catttccacc cacgctccca 1680 
gcctcttagc tgaaagcaca aatggtgaaa tcagtagtct cgctccatct ctaatagact 1740 
aaacctaaat gcctctagga cggactgttg ctatccaagc gtttggtgtt accttctcct 1800 
gggaggtcct gctgcaactc aagttccaca ggatggtcaa gctgtcagac atccaagttt 1860 
acatcattgt aattattact ggtatttaca atttgcaaga gttttgggtt agtttttttt 1920 
tttttttttt tgctttgttt ttgtacaaaa gagtctaaca ttttttgcca aacagatata 1980 
tatttaatga aaagaagaga tacataaatg tgtgaatttc cagttttttt tttaattatt 2040 
ttaatcccaa acatcttcct gaaaataaca ttcccttaaa catgctgtgg aataaaatgg 2100 
attgtgatg 2L09 

<210> 5 

<211> 2846 

<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 

<222> (79)... (2115) 
<223> NC2 

<400> 5 

tttccttctc ctccctcagt aagcccagag gtctccaccc cacgggagga aggctgaggc 60 
caagaccccg gaagagatat ggaccgcgtg accagatacc ccatcctggg catccctcag 120 
gcacaccgtg gcaccggcct ggtgctggat ggagacacca gctacacata ccatctggtg 180 
tgcatgggcc ccgaggccag cggctggggc caggatgagc cgcagacatg gcccactgac 240 
cacagggccc agcagggcgt gcagaggcag ggggtgtcct acagcgtgca tgcctacact 300 
ggccagccgt ccccacgggg gctccactcg gagaacaggg aggatgaggg ttggcaggtt 360 
taccgcctgg gcgccaggga tgcccaccag ggacgtccaa catgggcact ccgcccagag 420 
gacggggagg acaaggagat gaagacctac cgcctggatg ctggggacgc tgaccccagg 480 
aggctgtgtg acctggagcg ggagcgctgg gccgtcatcc agggccaggc agtcaggaag 540 
agcagcaccg tggccacgct ccagggcact cctgaccacg gagaccccag gacccccggc 600 
ccacctcggt ccacgcccct ggaggagaac gtggttgaca gggagcagat tgacttcctg 660 
gcagcgagac agcagttcct gagtctggag caggcgaaca agggggcccc tcatagctcc 720 
ccggccaggg ggacccctgc aggcacaacc ccaggggcca gccaggcccc caaggccttc 780 
aacaagcccc acctggccaa cgggcacgtg gttcccatca agccccaggt gaagggggtg 840 
gtcagggaag agaacaaggt gcgtgctgtg cccacctggg ccagtgtcca agttgtggat 900 
gaccctggct ccttggcctc agtggagtcc ccggggaccc ccaaggagac gcccatcgag 960 
cgggagatcc gtctggctca ggagcgtgag gcagacctgc gagagcagag ggggcttcgg 1020 
caggcaaccg accaccagga gctggtggaa atccccacca ggccgctgct gaccaagctg 1080 
agcctgatca cagccccacg gcgggagaga gggcgcccgt ccctctacgt gcagcgggac 1140 
atagtacagg agacacagcg tgaggaagac caccggcggg agggcctgca cgtgggccgg 1200 
gcgtccacao ccgactgggt ctcggagggt ccccagcccg gactccggag agccctcagc 1260 
tcagattcca tcctcagccc ggccccagat gcccgtgcgg ccgacccagc tccagaagtg 1320 
aggaaggtga accgcatccc acctgatgcc taccagccgt acctgagccc cgggaccccc 1380 
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cagctagaat tctcagcctt cggagcattc ggcaagccca gcagtctctc cacagcggag 1440 
gccaaggctg cgacttcacc aaaggccacg atgtccccga ggcatctctc agaatcctct 1500 
ggaaaacccc tgagcacaaa gcaagaggca tcgaagcccc ctcggggatg cccgcaagcc 1560 
aacaggggtg tcgtgcggtg ggagtacttc cgcctgcgtc ctctgcggtt cagggcccca 1620 
gacgagcccc agcaggccca agtcccccat gtctggggct gggaggtggc tggggcccct 1680 
gcactgaggc tgcagaagtc ccagtcatct gatctgctgg aaagggagag ggagagtgtc 1740 
ctgcgccggg agcaagaggt ggcagaggag cggagaaatg ctctcttccc agaggtcttc 1800 
tccccaacgc cagatgagaa ctctgaccag aactccagga gctcctccca ggcatccggc 1860 
atcacgggca gttactcggt gtctgagtct cccttcttca gccccatcca cctacactca 1920 
aacgtggcgt ggacagtgga agatccagtg gacagtgctc ctcccgggca gagaaagaag 1980 
gagcaatggt acgctggcat caacccctcg gacggtatca actcagaggt cctggaagcc 2040 
atacgggtga cccgtcacaa gaacgccatg gcagagcgct gggaatcccg catctacgcc 2100 
agtgaggagg atgactgagc ctcgggatgg ggcgcccacc ccctgccctg ccctgaccct 2160 
cgtgggaact gccaagacca tcgccaagcc cccaccctag gaaatgggtc ctaggtccag 2220 
gatccaagaa ccacagctca tctgccaaca atcccaccat gggcacattt gggactgttg 2280 
ggtttttcgt ttccgtttct atcttccttt agaaatgttt ctgcctttgg ggtctaaagc 2340 
ttttggggat gaaatgggac ccctgctgat tctttctgct tctaagactt tgccaaatgc 2400 
cctgggtcta agaaagaaag agacccgctc ctccactttc aggtgtaatt tgcttccgct 2460 
agtctgaggg cagagggacc ggtcaaagag ggtggcacag atcgcagcac cttgaggggc 2520 
tgcgggtctg agggaggaga cactcagctc ctccctctga gaagtcccaa gctgagaggg 2580 
gagacctgcc cctttccaac cctgggaaac catccagtct gagggaggag gccaaactcc 2640 
cagtgctggg ggtccctgtg cagccctcaa acccttcacc ttggtgcacc cagccacacc 2700 
tggtggacac aaagctctca catcgatagg atcccatgag gatggtcccc ttcacctggg 2760 
agaaaagtga cccagtttag gagctggagg ggggtctttg tcccccaccc ccaaactgcc 2820 
ctgaaataaa cctggagtga gctgcc 2846 



<210> 6 
<211> 1556 
<212> DNA 
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<213> Homo sapiens 
<220> 

<221> CDS ■ 

<222> (28)... (384) 

<223> NC3 



<400> 6 



ctgacccacc 


tacccgcgat 


cctgcccatg 


gctgacgggc 


tctttcggcg cagaccctgg 


60 


ggtctccagc 


agattcgccc 


ggaccccgag 


tccgaaggcc 


tgtttgacaa gcctcccccg 


120 


gaagaccctc 


ccgctgcccg 


cgggcccagg 


tcggcgtcgg 


ccgcgggcaa gaaggctggt 


180 


cggcgcgcgg 


gcgggagggc 


gcaggggggc 


cgcgccgggc 


agcccccgaa ggccgcatcg 


240 


cgccccccgc 


ccaagaagga 


ggcgcctcca 


ctggacgagg 


gctgctatct cgaccatttt 


300 


ccgcacctct 


ccatcttcat 


ctacgcagcc 


atcgccttct 


ccatcacctc ctgcatcttt 


360 


acctatatcc 


atttacagct 


tgcctgagtg 


gccagcgcgg 


gacggggtgg gcgcaggacc 


420 


gagcggggag 


ggaaagggaa 


aacggggctc 


ggcattttgt 


gttttagaac agcgctgcac 


480 


ccccttcatg 


tagctttcga 


tgcttgtttc 


tttccgtctt 


tgttgtcact atctttgtct 


540 


atcagtacga 


aagtacaaag 


tagctgccgg 


caatgaaata 


ggggtgctgt ttgcacctgc 


600 


aggttagggg 


tggaggcgtt 


tagaattttg 


gggtgtgatt 


gagccccgtt tataattaga 


660 


atgcccctgg 


acccctacca 


ctctgtgacg 


tgggggcacg 


cgcagggatc ccatcatttt 


720 


gtgtttgggg 


agctcagagt 


gcgcccaatc 


ttggaatctt 


taagggatga gccagaccca 


780 


gacccgcggc 


cttctagaga 


gggtccggca 


gggagggtcg 


gcgccctggc ccggggtggg 


840 


ccggagccct 


gtgatgctgc 


atcgccccca 


ggaggagcca 


gctgtgcccc agagttggcg 


900 


cggccgagag 


aggacaagag 


cgcgcagcag 


gcgaagctgg 


agggcgggac tcggtaagtg 


960 


gcgttcgtcg 


gggtgtcgtg 


ctgcgccccc 


aggggctccg 


gctgaccacg actgtgtgtt 


1020 


tttcctgcct 


tagactttgt 


tgtcgctgcc 


cggaggagtc 


gagactggta cccggaggag 1080 


ctgtctcacc 


aggagaccac 


gtcctggaag 


tgtccgggac 


tcgcgggcgg tgtggctgca 1140 


gaccccgccg 


gcacgcaggc 


ccagagctgg 


cgcactcctg 


aggatgagac tctgggggcc 1200 


ctagccgggg 


tccacgggag 


ggctgtcctt 


ggggactcta 


ggatggcttc gttctggccc 1260 
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ggctcacttc tggagctgtg agacccaaga caaaaggggc tgagggattt ctcattgaca 1320 

agggttcgtg cgggaaaacc acatgatcc-i tgggatttgt catcttaaga ctcaaaaggc 1380 

ttaataccag gaaccacctt ggcaagatat tttacccacc ggccatctct gtttactcat 1440 

gaatgttaaa tgttaaaacg cagcgctcta accctgcata ttatttactt gcaaatgtct 1500 

gtaatctgta attgtgatgc ctctgatgga ataaattatc tttttcagtc tcctct 1556 
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